ABSTRACT The draft genome sequence of "Candidatus Liberibacter asiaticus" strain YNJS7C, isolated from a navel orange tree in Yunnan Province, China, is presented here. The YNJS7C strain has a genome size of 1,258,986 bp, with a GϩC content of 36.6%, 1,174 predicted open reading frames, and 53 RNA genes.
sequences with those of three prophages (SC1, SC2, and P-JXGC-3) revealed YNJS7C to have SC2-like (type 2) and P-JXGC-3-like (type 3) prophages.
Data availability. This whole-genome shotgun project has been deposited at DDBJ/ENA/GenBank under the accession number QXDO00000000. The version described in this paper is version QXDO01000000. The sequence data have been deposited at the NCBI Sequence Read Archive (SRA) under BioProject number PRJNA488522.
